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Academic Milestones and relevant positions 
2022 Visiting Scientist at the Pennsylvania State University (PSU), USA 

since 2022 Study program chair for the Molecular Biology curricula, Austria 

since 2019 Member of the Curricular committee for the Molecular Biology study, Austria 

since 2019 PostDoc position at the Paris Lodron University of Salzburg, Austria 

2019 PostDoc at the JKU Linz, Austria 

2018 Awarded with a PhD in Molecular Biology with distinction at the JKU Linz, Austria 

2018 Visiting Scientist (PhD student) at the Pennsylvania State University (PSU), USA 

2013 Visiting Scientist (PhD student) at the Helmholtz Center Munich, Institute for Diabetes  

 Research of Prof. Annette-Gabriele Ziegler, Germany 

2012-2013 BioMed zet Lifescience GmbH Linz, Austria, Diabetes Research 

 

Education 
2013-2018 PhD. in Molecular Biology at the Johannes Kepler University Linz, Austria 

2011-2013 M.Sc. in Molecular Biology at the Johannes Kepler University Linz and University of  

 Salzburg; Austria 

2008-2011 B.rer.nat. in Molecular Biology at the JKU Linz and University of Salzburg; Austria 

2003-2008 Chemical Engineer: Higher Technical Academy for Biochemistry, Austria 

 

Awards and Grants 
2024 FASEB DNA Structure Best Poster Award 

2024 PLUS Early Career Grant  

2023 PLUS Excellence in Teaching Award 

2021 OEDG starter Grant in diabetes research  

2019 ÖGMBT Best Talk Award 

2018 JKU Grant for the research stay at the Pennsylvania State University 



 

2018 Internalization grant of the Council of Upper Austria for the research stay at the  

 Pennsylvania State University 

2016-2018 PhD Fellowship of the Austrian Academy of Sciences ÖAW (DOC Fellowship) with 113.000€  

 for three years 

2013 FEMtech grant of the Bundesministerium für Verkehr, Innovation und Technologie (bmvit)  

 for six months with 1.450€ per month 

2009 Grant for excellent performance during the bachelor’s degree at the Paris-Lodron University  

 of Salzburg (Leistungsstipendium) 

2008 Award for highly talented students of the Higher Technical Academy for Chemistry  
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